Key indicators: single-crystal X-ray study; T = 100 K; mean (N-C) = 0.007 Å; R factor = 0.025; wR factor = 0.061; data-to-parameter ratio = 13.0. 
The title compound, [Cu(NH 3 ) 4 -( 2 -NC)-Pd(CN) 3 ], is a binuclear copper(II)palladium(II) complex, in which the Cu II coordination is defined by four ammine ligands and one bridging cyanide ligand. The Cu-N bond lengths in the base of the resulting CuN 5 pyramid are in the range 2.016 (3)-2.024 (3) Å and the apical Cu-N( C) distance is 2.385 (4) Å . Based on the parameter, the shape of the coordination polyhedron is tetragonal-pyramidal ( = 0). All atoms of the square-planar tetracyanidopalladate(II) moiety and the Cu II ion are located on a mirror plane. The electroneutral molecules interact by N-HÁ Á ÁN hydrogen bonds, resulting in the formation of a three-dimensional network.
Related literature
For related crystal structures of Cu II complexes see: Escorihuela et al. (2001) ; Seitz et al. (2001) ; Kuchá r et al. (2004) . For additional analysis of structural parameters, see: Addison et al. (1984) .
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Crystal data [CuPd(CN) 4 
Data collection
Stoe IPDS-II diffractometer Absorption correction: multi-scan (Blessing, 1995 Table 1 Selected bond lengths (Å ). Hydrogen-bond geometry (Å , ). is revealed by the extensive network of the intra-and intermolecular interactions in which the complex participates (see Table 1 , Fig. 2 ). Each nitrogen atom of the terminal cyanide groups is involved in at least two crystallographically unique interactions, one with an N-H···N angle greater than 150° and the other corresponding to the bifurcated hydrogen.
Moreover, since the CN groups reside on mirror planes and the donor atoms do not, the total number of interactions in which the CN ligand acts as an acceptor is at least 4 for each nonbridging cyanide. It is obvious that this threedimensional electrostatic net plays an important role in establishing the deformation observed in the Cu-N≡C angle.
Experimental
To 10 
Refinement
The structure was solved by direct method. Anisotropic thermal parameters were refined for all non-H atoms. All H atoms positions were calculated using the appropriate riding model with isotropic temperature factors being 1.5 times larger then temperature factors of their parent nitrogen atoms and with N-H = 0.910 Å. Geometrical analysis was performed using SHELXL97 (Sheldrick, 2008) . 
Computing details

Special details
